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« Both YER and CtxA have robust automodification activity. The ADP-ribosylation reaction I T e T
could not be |nh|b|ted_ W|_th benzamide In the case of YER. This could be due to the e — The  chemical  structure.
structure of the catalytic site. added. The end-point assay is based on fluorescence exitation (black

« CtxA show substrate activity in mammalian cells incidating that it has potential target converting NAD* to a stable detectible curve) and emission (white
substrates. fluorophore with emission maximum at 444 nm. curve) of the the fluorophore.

: : : : : Since the optimal optimal filters were not found, NAD™* is converted to 3-phenyl-
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